
−3.46

−1.23

0.99

3.22
hsa−miR−33b

G
S

Z
mBL
intermediate
non−mBL

HBEGF
HBEGF

GAS1
FAM46C

IRS2
IRS2

KCNJ2
SMAD7
ASAP1
BTBD3
PDGFA

QKI
QKI

ABHD2
ABHD2
SNTB2

ZCCHC2
GAS1

SEC63
CALU
CALU

CDC27
PCDH7
RAP2A
KIF1B

CCND1
CCND1

QKI
NCOA3
NCOA3

TGFBR1
LARP4B
CAMK4
INSIG1

TCF4
TCF4
TCF4
TCF4
TCF4
TCF4

SATB2
SLC16A1
SLC16A1
SLC16A1

HIPK1
SEL1L3
SEL1L3

CREBZF
RMND5A
CREBZF

PAWR
PAWR

MAP3K7
BCOR

PAPOLG

−2 2.2∆ e



−6

−4

−2

0

2

4

6

hsa−miR−33b
G

S
Z

on
−
off

# features = 170

1

7



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

hsa−miR−33b
G

S
Z


